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Community Structure and Diversity of Rhizosphere Fungi

in the Yellow River Island Coastal Wetland
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Abstract; Suaeda salsa is a typical pioneer species for salt marsh wetland restoration in northern
China. Understanding the composition of rhizosphere microbes o f Suaeda salsa is better for understand-
ing the restoration area’s evolution characteristics. This study analyzed the composition and diversity of
fungal communities in the rhizosphere and bare ground of S. salsa in the Yellow River Island National
Wetland Park, Binzhou restoration area. Venn diagram, LEfSe and displacement multivariate analysis of
variance showed that fungal composition in the rhizosphere soil of S. salsa was significantly different
from that in the bare soil. Compared with the bare soil, there were more ASVs in the restored soil of S.
salsa. The a-diversity analysis showed that fungal richness and diversity in the rhizosphere soil were
higher than those in the bare soil. This study elucidated the effects of S. salsa restoration on rhizosphere
fungal composition, which would provide the theoretical basis for restoring coastal wetlands.

Keywords: Suaeda salsa ;rhizosphere fungi; community structure;coastal wetland;diversity
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